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Introduction

Background

Numerous research studies have shown that

DNA hypermethylation is linked to the
development of ccRCC.

Activates many oncogenes in renal
cells

Inactivates VHL tumor suppressor
genes

This contributes heavily to the
development and progression of the
disease

Hypothesis

| hypothesize that with the use of
hypomethylating agents, clear cell
renal cell carcinomas (ccRCC) could
be cured or prevented.




APPROACH
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Specific Aim 2

Investigate the effects of /

hypomethylating agents on

kidney physiology.

2b: Compare and contrast the
differences in symptoms
between patients receiving a
placebo and patients
receiving hypomethylating
agents as therapy for ccRCC

2a: Assess the change in
renal cell and overall kidney
function after the
administration of
hypomethylating agents




